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THIS SLIDE DECK CONTAINS:

1 CRITICAL PATH: this is a gross overview of the types of
resources and data which will be collected in this program

2 DECISION TREE: this decision tree describes the major types
of decisions that will be made during the workflow

3 WORKFLOW AND DECISION TREE: this slide describes the
workflow and highlights some expected decision points

TIMELINE AND MILESTONES: this slide depicts the
4 the major timeline and enumerates the number of
reagents produced over time
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CRITICAL PATH FOR
DARK MATTER ION CHANNELS
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DECISION TREE FOR DARK MATTER ION CHANNELS
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3 WORKFLOW AND DECISION TREE FOR
DARK MATTER ION CHANNELS
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